"Single-cell recording of lineage and transcriptional requlation in direct
reprogramming”

Abstract: Considerable heterogeneity arises during cellular reprogramming. We previously developed a straightforward,
high-throughput cell tracking method, ‘CellTagging,” that permits the construction of multi-level lineage trees. CellTagging
and longitudinal tracking of fibroblast to induced endoderm progenitor reprogramming revealed two distinct trajectories:
one leading to successfully reprogrammed cells, and one leading to a ‘dead-end’ state. Here, | present two new methods:
one an experimental method to record transcription factor binding early in reprogramming, revealing trajectory-specific
gene regulation; the second is a computational method to dissect gene regulatory network reconfiguration during
reprogramming. Together, these tools provide new mechanistic insights into the reprogramming process.
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